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Input Set: 



Output Set: 



Started: 2008-09-17 17:10:41.800 
Finished: 2008-09-17 17:10:44.376 
Elapsed: 0 hr(s) 0 min(s) 2 sec(s) 576 ms 
Total Warnings: 51 
Total Errors: 0 
No. of SeqIDs Defined: 51 
Actual SeqID Count: 51 

Error code Error Description 

W 402 Undefined organism found in <213> in SEQ ID (21) 

W 402 Undefined organism found in <213> in SEQ ID (22) 

W 213 Artificial or Unknown found in <213> in SEQ ID (23) 

W 213 Artificial or Unknown found in <213> in SEQ ID (24) 

W 213 Artificial or Unknown found in <213> in SEQ ID (25) 

W 402 Undefined organism found in <213> in SEQ ID (26) 

W 213 Artificial or Unknown found in <213> in SEQ ID (27) 

W 213 Artificial or Unknown found in <213> in SEQ ID (28) 

W 213 Artificial or Unknown found in <213> in SEQ ID (29) 

W 213 Artificial or Unknown found in <213> in SEQ ID (30) 

W 213 Artificial or Unknown found in <213> in SEQ ID (31) 

This error has occured more than 20 times, will not be displayed 

W 402 Undefined organism found in <213> in SEQ ID (41) 

W 402 Undefined organism found in <213> in SEQ ID (42) 

W 402 Undefined organism found in <213> in SEQ ID (43) 

W 402 Undefined organism found in <213> in SEQ ID (44) 



SEQUENCE LISTING 

<110> Brugliera, Filippa 
Demelis, Linda 
Koes, Ronald 
Tanaka, Yoshikazu 

<120> Genetic sequences and uses therefor 

<130> 17922 

<140> 10502515 
<141> 2005-05-27 



<160> 51 

<170> Patentln version 3.1 

<210> 1 
<211> 969 
<212> DNA 
<213> Petunia 

<400> 1 

ctcaatttga atattactac caaggatttt actgaagcaa tgacaggcaa aaccgcccac 60 

cctggcattc ttcgaagtga tgccctcagg aagtacattt tggaaacctc agtttatcca 120 

agagagcatg agctactcaa agaactaaca aaagcttcat tcgagaatta taaagcagcg 18 0 

agctttatgg gtcttcctca agatgaagcc cagtttctat cgatgttcct aaagctcata 240 

aatgcaaaga aaacactaga gattggagtt ttcactggtt actctctgct tgttactgct 300 

cttgctttgc cagaagatgg gaaagtaata gcaattgacc cggacagaga ggcatatgag 360 

gttggattac cttatattca gaaggctggt gtggaacata agatcgagtt cattcaatca 420 

gaagccgtgc ccgttcttga aaaactcctc tctaacgaga aagaagcagg gacatttgat 480 

ttcgtgttca ttgatgctga taaggagaat tatttgaagt accatgagat agtgctaaaa 540 

ttggtgaaag ttggaggagt gataggatat gacaacacct tatggtttgg gacagtggca 60 0 

ctttcagagg atgatccaat gccagaaggt ttaagagcat taaggggaca tgttatgaag 660 

gtcaatagct ttttagctac tgaccctcgt gttgaagtag ctcaactttc aattggtgat 720 

ggccttaccc tttgcaggcg tctctcctag gtccagttaa ttggtgcaat gccaagtcaa 780 

cgcgaagata tgtactagat gtatgtcagg ggttgaattt attgaattta tgttgttgag 840 

aagaacaaaa gttctatatt tgtgttgttt gcaagtattt gaaacttgta ggagcctttt 900 

ggttgccttg aataagaaaa tcttttacag tcttttagct taaaaaaaaa aaaaaaaaaa 960 



aaaaaaaaa 



969 



<210> 2 

<211> 251 

<212> PRT 

<213> Petunia 

<400> 2 

Asn Ser Leu Asn Leu Asn lie Thr Thr Lys Asp Phe Thr Glu Ala Met 
15 10 15 



Thr Gly Lys Thr Ala His Pro Gly lie Leu Arg Ser Asp Ala Leu Arg 

20 25 30 



Lys Tyr lie Leu Glu Thr Ser Val Tyr Pro Arg Glu His Glu Leu Leu 
35 40 45 



Lys Glu Leu Thr Lys Ala Ser Phe Glu Asn Tyr Lys Ala Ala Ser Phe 
50 55 60 



Met Gly Leu Pro Gin Asp Glu Ala Gin Phe Leu Ser Met Phe Leu Lys 
65 70 75 80 



Leu lie Asn Ala Lys Lys Thr Leu Glu lie Gly Val Phe Thr Gly Tyr 
85 90 95 



Ser Leu Leu Val Thr Ala Leu Ala Leu Pro Glu Asp Gly Lys Val lie 
100 105 110 



Ala lie Asp Pro Asp Arg Glu Ala Tyr Glu Val Gly Leu Pro Tyr lie 
115 120 125 



Gin Lys Ala Gly Val Glu His Lys lie Glu Phe lie Gin Ser Glu Ala 
130 135 140 



Val Pro Val Leu Glu Lys Leu Leu Ser Asn Glu Lys Glu Ala Gly Thr 
145 150 155 160 



Phe Asp Phe Val Phe lie Asp Ala Asp Lys Glu Asn Tyr Leu Lys Tyr 
165 170 175 



His Glu lie Val Leu Lys Leu Val Lys Val Gly Gly Val lie Gly Tyr 
180 185 190 



Asp Asn Thr Leu Trp Phe Gly Thr Val Ala Leu Ser Glu Asp Asp Pro 
195 200 205 



Met Pro Glu Gly Leu Arg Ala Leu Arg Gly His Val Met Lys Val Asn 
210 215 220 



Ser Phe Leu Ala Thr Asp Pro Arg Val Glu Val Ala Gin Leu Ser lie 
225 230 235 240 



Gly Asp Gly Leu Thr Leu Cys Arg Arg Leu Ser 
245 250 



<210> 3 

<211> 45 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<400> 3 

gagagagaga gagagagaga tctcgagttt tttttttttt ttttt 45 



<210> 4 
<211> 888 
<212> DNA 
<213> Petunia 

<400> 4 

cacttctcta ttttcttgaa aagcaccctc aatttgaata ttactaccaa ggattttact 60 

gaagcaatga caggcaaaac cgcccaccct ggcattcttc gaagtgatgc cctcaggaag 12 0 

tacattttgg aaacctcagt ttatccaaga gagcatgagc tactcaaaga actaacaaaa 180 

gcttcattcg agaattataa agcagcgagc tttatgggtc ttcctcaaga tgaagcccag 240 

tttctatcga tgttcctaaa gctcataaat gcaaagaaaa cactagagat tggagttttc 300 

actggttact ctctgcttgt tactgctctt gctttgccag aagatgggaa agtaatagca 360 

attgacccgg acagagaggc atatgaggtt ggattacctt atattcagaa ggctggtgtg 420 

gaacataaga tcgagttcat tcaatcagaa gccgtgcccg ttcttgaaaa actcctctct 480 

aacgagaaag aagcagggac atttgatttc gtgttcattg atgctgataa ggagaattat 540 

ttgaagtacc atgagatagt gctaaaattg gtgaaagttg gaggagtgat aggatatgac 60 0 

aacaccttat ggtttgggac agtggcactt tcagaggatg atccaatgcc agaaggttta 660 



agagcattaa ggggacatgt tatgaaggtc aatagctttt tagctactga ccctcgtgtt 720 



gaagtagctc aactttcaat tggtgatggc cttacccttt gcaggcgtct ctcctaggtc 780 
cagttaattg gtgcaatgcc aagtcaacgc gaagatatgt actagatgta tgtcaggggt 840 
tgaatttatt gaatttatgt tgttgagaag aaaaaaaaaa aaaaaaaa 888 



<210> 5 

<211> 263 

<212> PRT 

<213> Petunia 

<400> 5 

lie Pro Leu Leu Ser His Phe Ser lie Phe Leu Lys Ser Thr Leu Asn 
15 10 15 



Leu Asn lie Thr Thr Lys Asp Phe Thr Glu Ala Met Thr Gly Lys Thr 

20 25 30 



Ala His Pro Gly lie Leu Arg Ser Asp Ala Leu Arg Lys Tyr lie Leu 
35 40 45 



Glu Thr Ser Val Tyr Pro Arg Glu His Glu Leu Leu Lys Glu Leu Thr 
50 55 60 



Lys Ala Ser Phe Glu Asn Tyr Lys Ala Ala Ser Phe Met Gly Leu Pro 
65 70 75 80 



Gin Asp Glu Ala Gin Phe Leu Ser Met Phe Leu Lys Leu lie Asn Ala 
85 90 95 



Lys Lys Thr Leu Glu lie Gly Val Phe Thr Gly Tyr Ser Leu Leu Val 
100 105 110 



Thr Ala Leu Ala Leu Pro Glu Asp Gly Lys Val lie Ala lie Asp Pro 
115 120 125 



Asp Arg Glu Ala Tyr Glu Val Gly Leu Pro Tyr lie Gin Lys Ala Gly 
130 135 140 



Val Glu His Lys lie Glu Phe lie Gin Ser Glu Ala Val Pro Val Leu 
145 150 155 160 



Glu Lys Leu Leu Ser Asn Glu Lys Glu Ala Gly Thr Phe Asp Phe Val 



165 



170 



175 



Phe lie Asp Ala Asp Lys Glu Asn Tyr Leu Lys Tyr His Glu lie Val 
180 185 190 

Leu Lys Leu Val Lys Val Gly Gly Val lie Gly Tyr Asp Asn Thr Leu 
195 200 205 

Trp Phe Gly Thr Val Ala Leu Ser Glu Asp Asp Pro Met Pro Glu Gly 

210 215 220 

Leu Arg Ala Leu Arg Gly His Val Met Lys Val Asn Ser Phe Leu Ala 
225 230 235 240 

Thr Asp Pro Arg Val Glu Val Ala Gin Leu Ser lie Gly Asp Gly Leu 
245 250 255 

Thr Leu Cys Arg Arg Leu Ser 
260 



<210> 6 
<211> 1077 
<212> DNA 
<213> Petunia 

<400> 6 

attttctgga caagttcgat tacctttgaa tctccaagga ctttactgaa tcaatggcag 60 

gcaaaagcgg acatggctcc attcttcaaa gtgaagccct caagaagtac atcttcgaaa 120 

ctagtgtgta tccaagagaa cacgagcaac tcaaagaact cacacaagcc tcattcgata 18 0 

agtataaaat agtgagcttg atgggtgtgc ctccagatga agcccaattt ctctcgatgc 240 

tcttaaaaat aatgaatgca aagaagacaa tggagattgg agtttttacc ggttattctc 300 

ttctggctac tgctcttgca ttgccagaag atggaaaaat tatagcgatt gatccggaca 360 

gagaagcata tgaggttgga ttgccatata ttcagaaggc tggtgtggag cataagattg 420 

aatttattca atcagaagcc ttaccagtac tcgaaaaact cctctaacgg tgaggaagaa 480 

ggaacatttg atttcatatt cattgatgct gataaggaga actatctgaa gtaccatgag 540 

atagtactaa aattggtgaa agtgggagga gtgataggct atgacaacac attatggttt 600 

gggaccgtgg cactttcaga tgatgatcct ataccacaag gcttaagaga attgaggaga 660 

tcggttttga agatcaacag ttttttagct actgatcctc gcattgaatt agctcatctt 720 



tcaattggtg atggtcttac ccttggcagg cgtctcagct agtttatttt tcgtataatc 



780 



atctgaattc cggaatccat tatctttata gttttttgtt tttcagtact agtgatattt 840 

ttcagtcccc acttatggat aacactgggt aatgagtatt gttgcagaag tagtgacatt 900 

tttaagtttg gttcgtccat ctgctaaaga agtcacgatt tcgtcttgta gacgagctat 960 

agtatgcatt tgcattttgg ttaatttcgc atgtagtgtt gaaatgtgaa ttaccaaaag 1020 

caaaagtaat aaaatgttta catttgttgt gttttaaaaa aaaaaaaaaa aaaaaaa 107 7 



<210> 7 

<211> 244 

<212> PRT 

<213> Petunia 

<400> 7 

lie Ser Lys Asp Phe Thr Glu Ser Met Ala Gly Lys Ser Gly His Gly 
15 10 15 



Ser lie Leu Gin Ser Glu Ala Leu Lys Lys Tyr lie Phe Glu Thr Ser 
20 25 30 



Val Tyr Pro Arg Glu His Glu Gin Leu Lys Glu Leu Thr Gin Ala Ser 
35 40 45 



Phe Asp Lys Tyr Lys lie Val Ser Leu Met Gly Val Pro Pro Asp Glu 
50 55 60 



Ala Gin Phe Leu Ser Met Leu Leu Lys lie Met Asn Ala Lys Lys Thr 
65 70 75 80 



Met Glu lie Gly Val Phe Thr Gly Tyr Ser Leu Leu Ala Thr Ala Leu 
85 90 95 



Ala Leu Pro Glu Asp Gly Lys lie lie Ala lie Asp Pro Asp Arg Glu 
100 105 110 



Ala Tyr Glu Val Gly Leu Pro Tyr lie Gin Lys Ala Gly Val Glu His 
115 120 125 



Lys lie Glu Phe lie Gin Ser Glu Ala Leu Pro Val Leu Glu Lys Leu 
130 135 140 



Leu Ser Asn Gly Glu Glu Glu Gly Thr Phe Asp Phe lie Phe lie Asp 



145 150 155 160 



Ala Asp Lys Glu Asn Tyr Leu Lys Tyr His Glu lie Val Leu Lys Leu 
165 170 175 



Val Lys Val Gly Gly Val lie Gly Tyr Asp Asn Thr Leu Trp Phe Gly 
180 185 190 



Thr Val Ala Leu Ser Asp Asp Asp Pro lie Pro Gin Gly Leu Arg Glu 
195 200 205 



Leu Arg Arg Ser Val Leu Lys lie Asn Ser Phe Leu Ala Thr Asp Pro 
210 215 220 



Arg lie Glu Leu Ala His Leu Ser lie Gly Asp Gly Leu Thr Leu Gly 
225 230 235 240 



Arg Arg Leu Ser 



<210> 8 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<400> 8 

cttgctttgc cagaagatgg 20 



<210> 9 

<211> 32 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<400> 9 

gcatggatcc acaggcaaaa ccgcccaccc tg 32 



<210> 10 

<211> 31 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> oligonucleotide 
<400> 10 

gcatctgcag ctaggagaga cgcctgcaaa g 31 



<210> 11 
<211> 1006 
<212> DNA 
<213> Torenia 

<400> 11 

ttcaattccg ccattttctc caataataac attcataaat acaatcagca gcagcaaaaa 60 

tgaaagataa gttctatggc accattttgc agagcgaagc cctcgcaaag tatctgttag 120 

agacaagtgc ctatccacga gaacatccgc agctcaaaga actaaggagc gcaactgtgg 180 

acaagtatca atattggagc ttgatgaatg ttccagctga tgaggggcag ttcatttcaa 240 

tgttactgaa aattatgaac gcaaaaaaga caattgaagt tggagttttc acaggctact 300 

cactcctatc aactgctctg gctctacctg atgatggcaa aatcgttgcc attgatcctg 360 

atagagaagc ttatgagact ggtttgccat ttatcaagaa agcaaacgtg gctcataaaa 420 

tccaatacat acaatctgat gccatgaaag tcatgaatga cctcattgct gccaagggag 480 

aagaagaaga ggggagcttt gactttgggt tcgtggatgc agacaaagaa aactacataa 54 0 

actaccacga gaaactgttg aagctggtta aggttggagg gatcatagga tacgacaaca 60 0 

ctctgtggtc tggaacagtt gctgcatctg aagacgatga gaataatatg cgagactact 660 

taagaggttg cagagggcat atcctcaaac taaactcctt tctcgcaaac gatgatcgga 720 

ttgaattggc tcacctctct attggagatg gactcacctt gtgcaaacgt ctcaaataat 780 

aattttcaac tttattatta ttgtttcata aaaagcattt actgctggcc tggcctggcc 840 

tgtttcagca tcttatattt ctattgttct aaatatttta gttatcttgt ttatcaactt 900 

gtctgtctta tatgtttaaa agaaagatgt catgtaattg taactcgatc gggctcttgt 960 

aatattataa tgaattttat tgattttcaa aaaaaaaaaa aaaaaa 100 6 



<210> 12 

<211> 239 

<212> PRT 

<213> Torenia 

<400> 12 



Met Lys Asp Lys Phe Tyr Gly Thr lie Leu Gin Ser Glu Ala Leu Ala 
15 10 15 



Lys Tyr Leu Leu Glu Thr Ser Ala Tyr Pro Arg Glu His Pro Gin Leu 

20 25 30 



Lys Glu Leu Arg Ser Ala Thr Val Asp Lys Tyr Gin Tyr Trp Ser Leu 
35 40 45 



Met Asn Val Pro Ala Asp Glu Gly Gin Phe lie Ser Met Leu Leu Lys 
50 55 60 



lie Met Asn Ala Lys Lys Thr lie Glu Val Gly Val Phe Thr Gly Tyr 
65 70 75 80 



Ser Leu Leu Ser Thr Ala Leu Ala Leu Pro Asp Asp Gly Lys lie Val 
85 90 95 



Ala lie Asp Pro Asp Arg Glu Ala Tyr Glu Thr Gly Leu Pro Phe lie 
100 105 110 



Lys Lys Ala Asn Val Ala His Lys lie Gin Tyr lie Gin Ser Asp Ala 
115 120 125 



Met Lys Val Met Asn Asp Leu lie Ala Ala Lys Gly Glu Glu Glu Glu 
130 135 140 



Gly Ser Phe Asp Phe Gly Phe Val Asp Ala Asp Lys Glu Asn Tyr lie 
145 150 155 160 



Asn Tyr His Glu Lys Leu Leu Lys Leu Val Lys Val Gly Gly lie lie 
165 170 175 



Gly Tyr Asp Asn Thr Leu Trp Ser Gly Thr Val Ala Ala Ser Glu Asp 
180 185 190 



Asp Glu Asn Asn Met Arg Asp Tyr Leu Arg Gly Cys Arg Gly His lie 
195 200 205 



Leu Lys Leu Asn Ser Phe Leu Ala Asn Asp Asp Arg lie Glu Leu Ala 
210 215 220 



His Leu Ser lie Gly Asp Gly Leu Thr Leu Cys Lys Arg Leu Lys 

225 230 235 



<210> 13 

<211> 37 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<400> 13 

gcatggatcc aaagataagt tctatggcac cattttg 37 

<210> 14 

<211> 35 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<400> 14 

gcatctgcag ttatttgaga cgtttgcaca aggtg 35 

<210> 15 

<211> 26 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> N = A or G or C or T 

<220> 

<221> mi sc_f eature 

<222> (24) . . (24) 

<223> N = A or G or C or T 

<400> 15 

accatcgaga tcggcgtntt ycangg 2 6 

<210> 16 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 



<220> 



<221> misc_f eature 
<222> (19) . . (19) 
<223> Y = C or T 



<220> 

<221> mi sc_f eature 

<222> (22) . . (22) 

<223> N = A or G or C or T 

<220> 

<221> misc_feature 

<222> (25) . . (25) 

<223> Y = C or T 

<400> 16 

cgacttcgcc ttcgtggayg cngayaa 

<210> 17 

<211> 31 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<220> 

<221> mi sc_f eature 

<222> (23) . . (23) 

<223> N = A or G or C or T 



<220> 

<221> misc_feature 

<222> (26) . . (26) 

<223> N = A or G or C or T 



<220> 

<221> misc_feature 

<222> (29) . . (29) 

<223> Y = C or T 

<400> 17 

tgaagttgat cttgtgctcc acnccngcyt 

<210> 18 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> 



oligonucleot ide 



<220> 

<221> misc_f eature 

<222> (17) . . (18) 

<223> N = A or G or C or T 



<220> 

<221> mi sc_f eature 

<222> (21) . . (21) 

<223> R = A or G 

<220> 

<221> mi sc_f eature 

<222> (24) . . (24) 

<223> N = A o rG or C or T 

<400> 18 

cgccggcaga aggtganncc rtcncc 2 6 

<210> 19 

<211> 45 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<400> 19 

ctgagagaac tagtctcgag ctctagaaca agcttttttt ttttt 45 

<210> 20 

<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> oligonucleotide 

<220> 

<221> misc_feature 

<222> (24) . . (25) 

<223> n = deoxyinosine 

<220> 

<221> misc_feature 

<222> (29) . . (30) 

<223> n = deoxyinosine 

<220> 

<221> misc_feature 

<222> (34) . . (35) 

<223> n = deoxyinosine 



<400> 20 

ggccacgcgt cgactagtac gggnngggnn gggnng 



